Plants may possess a unique set of CaBPs, considering the distinctness of their biochemistry and physiology. For example, Kajiwara et al. (1990) identified and partially sequenced a rice leaf CaBP with some limited homology to parvalbumin.
We report the isolation of a 865-bp cDNA clone from a potato (Solanum tuberosum) tuber cDNA library that codes for a nove1 22.5-kD CaBP designated CAST (Table I, Fig. 1 ).
The predicted coding sequence is 199 amino acid residues and possesses 34% sequence identity with potato calmodulin. Homology also exists with troponin C and various related CaBPs, including caltractin, myosin light chain, CDC31, calcineurin B subunit, and calbindin. The COOH-terminal half of CAST (residues 128-199) exhibits greatest sequence homology to the CaBP family, including a putative Ca*+-binding (EF-hand) domain (Fig. 1) 
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